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Abstract
Measles is characterized by fever and a maculopapular skin rash, which is accompanied by
immune clearance of measles virus (MV)-infected cells. Histopathological analyses of skin
biopsies from humans and non-human primates (NHPs) with measles rash have identified
MV-infected keratinocytes and mononuclear cells in the epidermis, around hair follicles and
near sebaceous glands. Here, we address the pathogenesis of measles skin rash by com-
bining data from experimentally infected NHPs, ex vivo infection of human skin sheets and
in vitro infection of primary human keratinocytes. Analysis of NHP skin samples collected at
different time points following MV inoculation demonstrated that infection in the skin pre-
cedes onset of rash by several days. MV infection was detected in lymphoid and myeloid
cells in the dermis before dissemination to the epidermal leukocytes and keratinocytes.
These data were in good concordance with ex vivo MV infections of human skin sheets, in
which dermal cells were more targeted than the epidermal cells. To address viral dissemina-
tion to the epidermis and to determine whether the dissemination is receptor-dependent, we
performed experimental infections of primary keratinocytes collected from healthy donors.
These experiments demonstrated that MV infection of keratinocytes is mainly nectin-4-
dependent, and differentiated keratinocytes, which express higher levels of nectin-4, are
more susceptible to MV infection than proliferating keratinocytes. Based on these data, we
propose a model to explain measles skin rash: migrating MV-infected lymphocytes initiate
the infection of dermal skin-resident CD150+ immune cells. The infection is subsequently
disseminated from the dermal papillae to nectin-4+ keratinocytes in the basal epidermis. Lat-
eral spread of MV infection is observed in the superficial epidermis, most likely due to the
higher level of nectin-4 expression on differentiated keratinocytes. Finally, MV-infected cells
are cleared by infiltrating immune cells, causing hyperemia and edema, which give the
appearance of morbilliform skin rash.
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Author summary
Several viral infections are associated with skin rash, including parvovirus B19, human
herpesvirus type 6, dengue virus and rubella virus. However, the archetype virus infection
that leads to skin rash is measles. Although all of these viral exanthemata often appear sim-
ilar, their pathogenesis is different. In the case of measles, the appearance of skin rash is a
sign that the immune system is clearing MV-infected cells from the skin. How the virus
reaches the skin and is locally disseminated remains unknown. Here, we combine obser-
vations and expertise from pathologists, dermatologists, virologists and immunologists to
delineate the pathogenesis of measles skin rash. We show that MV infection of dermal
myeloid and lymphoid cells precedes viral dissemination to the epidermal leukocytes and
keratinocytes. We speculate that immune-mediated clearance of these infected cells results
in hyperemia and edema, explaining the redness of the skin and the slightly elevated spots
of the morbilliform rash.
Introduction
Measles virus (MV) is a highly contagious enveloped virus with a negative single-stranded
RNA genome that belongs to the family Paramyxoviridae, genus Morbillivirus [1]. Measles is
associated with fever, cough and a characteristic maculopapular skin rash [2]. MV utilizes two
cellular receptors to infect its target cells: CD150 and nectin-4 [3–5]. CD150 plays a crucial
role during viral entry and systemic dissemination. It is expressed on subsets of immune cells,
including macrophages, dendritic cells (DCs) and lymphocytes. Nectin-4 is crucial for viral
transmission to the next host. It is an adherens junction protein expressed at the basolateral
surface of differentiated respiratory epithelial cells and is involved in the maintenance of epi-
thelial integrity [6, 7].
Following entry of MV into the respiratory tract, the primary infection of myeloid cells
leads to a cell-associated viremia mediated by CD150+ lymphocytes, resulting in systemic dis-
ease [8–10]. During a clinically silent incubation phase of 7 to 10 days, circulating MV-infected
lymphocytes migrate into various tissues and transmit the virus to susceptible tissue-resident
CD150+ immune cells and nectin-4+ epithelial cells. Basolateral infection of respiratory epithe-
lial cells leads to the apical release of nascent virions into the lumen of the respiratory tract
[11–13]. Shedding is associated with the onset of prodromal clinical signs such as fever and
cough [2, 10]. Maculopapular skin rash and conjunctivitis follow a few days later [10] and are
associated with onset of MV-specific cellular immune responses [2]. Patients with a compro-
mised cellular immune system do not develop rash or conjunctivitis, but are at high risk of
developing severe disease [14].
In histopathological studies of human skin biopsies, measles skin rash is mostly character-
ized by infection and necrosis of keratinocytes and mononuclear cells in the epidermis, and
multinucleated giant cells located in proximity to hair follicles and sebaceous glands [15, 16].
It has been postulated that measles rash starts by infection of dermal endothelial cells [17].
However, these cells neither express CD150 nor nectin-4 [18, 19]. Moreover, we have previ-
ously identified MV-infected lymphocytes and DCs in the skin of experimentally infected
non-human primates preceding onset of skin rash [9]. Besides CD150+ and nectin-4+ cells,
other cells that express DC-SIGN or Langerin could play a role in the pathogenesis of measles
skin rash, since DC-SIGN and Langerin facilitate attachment, but not entry, of MV and thus
potentially help in spreading the infection in the skin [20, 21].
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In order to understand the pathogenesis of measles skin rash, it is important to understand
both the architecture of the skin and the spatial organization of cell subsets that express either
CD150 or nectin-4. The dermis is vascularized and contains several subsets of immune cells
that express CD150. These include a network of myeloid DCs and clusters of tissue-resident
CD4+ and CD8+ T cells [22–24]. In contrast to the dermis, the epidermis is not vascularized. It
mainly consists of keratinocytes, with an interdigitating network of Langerhans cells (LCs)
and melanocytes [25]. The epidermis comprises of proliferating keratinocytes at the basal lam-
ina that differentiate towards the skin surface. Keratinocytes express nectin-4 and expression
levels increase during differentiation. It is known that keratinocytes are susceptible to MV
infection [26]. The top layer of the epidermis, the stratum corneum, consists of a layer of dead
keratinocytes called corneocytes. Interestingly, immune cells and nutrients can only reach the
epidermis by migration and diffusion, respectively, from the superficial dermis through the
basal lamina. The pilosebaceous unit begins at the epidermis and extends into the dermis,
where the surrounding tissue is usually better vascularized. Therefore, tissue-resident lympho-
cytes are often seen in close association with these structures [23]. Hair follicles are mainly
constituted of keratinocytes that express high levels of nectin-4 explaining their propensity for
MV infection [27].
During viremia, systemic dissemination of MV is mediated by circulating MV-infected
CD150+ lymphocytes. However, how these cells infiltrate the skin, ultimately resulting in skin
rash, remains largely unknown. In this study, we aimed to combine existing and novel infor-
mation on MV replication in different target cells in the skin to produce one coherent model
for the pathogenesis of measles skin rash. We demonstrate that MV infection of lymphoid and
myeloid cells in the superficial dermis precedes dissemination to epidermal leukocytes and
keratinocytes, which is followed by onset of the typical skin rash.
Results
MV skin infection precedes onset of rash in experimentally infected NHPs
We retrospectively analyzed data from cynomolgus macaques (Macaca fascicularis) inoculated
with recombinant MV (rMV) strains expressing enhanced green fluorescent protein (EGFP)
[28]. Fluorescent spots, indicating the presence of MV-infected cells, became detectable in the
skin around 8 days post-inoculation (dpi), although skin rash only became prominent between
11 and 13 dpi (Fig 1) [29]. We previously reported that by 9 dpi, i.e. before the onset of rash,
lymphocytes and DCs were the predominant infected cell types in the skin [9].
Phenotypic analysis of MV-infected cells in NHP skin tissues
EGFP+ skin tissues were collected from the experimentally infected NHPs sacrificed at 9, 11
and 13 dpi. We performed immunohistochemistry on these formalin-fixed and paraffin-
embedded skin samples and showed co-localization of EGFP and MV nucleoprotein (N) sig-
nals in sequential skin sections, which indicated the presence of MV-infected cells. Representa-
tive images of MV-N+ cells observed at 9, 11 and 13 dpi are shown in Fig 2A–2F. At 9 dpi, the
infected cells were predominantly located in the superficial dermis and in some areas the infec-
tion had spread to the epidermis (Fig 2A and 2D). The infection progressed over time and at
11 dpi more MV-N+ cells could be found in the dermis and epidermis, most especially around
the hair follicles and sebaceous glands (Fig 2B and 2E). By 13 dpi, MV-N+ cells were no longer
found in the dermis and could only be found in hair follicle or superficial epidermis (Fig 2C
and 2F). Edema in the dermis and epidermis could be observed at this time point. Initially,
infection in the epidermis was predominantly observed as single infected cells near dermal
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papillae and later progressed into multiple-cell infection and, rarely, syncytia (S1 Fig) between
9 and 11 dpi.
To assess the location and the phenotype of MV-infected cells in the skin, we performed
dual-labeling indirect immunofluorescence (IIF) on these sequential skin sections. CD45+
leukocytes were present in the superficial dermis, most especially in or around blood ves-
sels, hair follicles and sebaceous glands and, to a lesser degree, in the epidermis. Some of
these CD45+ leukocytes were CD3+ T cells that were located in the reticular dermis, while
some others were S100A8/A9-complex+ (MAC387) macrophages that were abundantly
Fig 1. The appearance of MV-infected cells in the skin precedes the appearance of rash. Macroscopic evaluation of MV infection in two cynomolgus
macaques: animal #38 (a–f) and animal #37 ((g–l), table S1 in [28]). (a–c; g–i) Normal light: Rash was prominent at 11 dpi. (d–f; j–l) Fluorescence: MV-infected
sites (fluorescence) in the skin preceded the rash at 8 dpi and diminished around 13 dpi. Dpi: days post-inoculation.
https://doi.org/10.1371/journal.ppat.1008253.g001
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present in the superficial dermis, especially in or around the blood vessels, hair follicles or
sebaceous glands. CD31+ endothelial cells of the blood vessels were exclusively detected in
the dermis. In contrast, cytokeratin+ cells were exclusively detected in the epidermis and
pilosebaceous units.
MV-EGFP+ cells could be found as early as 9 dpi in the dermal papillae. These were pre-
dominantly leukocytes (Fig 3A), mostly T cells or macrophages (Fig 3B and 3C). Some MV-
infected cells were present in or surrounding blood vessels (Fig 3D). In some areas in which
the infection was more progressed the infection had spread to the epidermis, even into the
most superficial layers (Fig 3E). The MV-infected leukocytes were still detectable in the der-
mis on day 11, sometimes in close proximity to uninfected leukocytes, mostly macrophages
(Fig 3F–3H). These cells clustered close to the dermal papillae, where many blood vessels
could be found (Fig 3I). Meanwhile, the infection in the epidermis had progressed laterally
and apically (Fig 3J). We also observed keratinocytes at the site of infection expressing
S100A8/A9 complex (Fig 3H). By 13 dpi, the dermis was almost clear of MV-infected cells
and was filled with white blood cell infiltrates, mostly macrophages (Fig 3K–3M). No MV-
infected endothelial cells were observed at this time point (Fig 3N). Infection in the epider-
mis had mostly resolved, although remaining infected follicular keratinocytes could still be
detected (Fig 3O). Split and merged multicolor fluorescent images of the insets in Fig 3A–
3E are available in S2 Fig.
Fig 2. Infection of NHP skin starts in the dermis and spreads to the epidermis. Representative images of immunohistochemical staining of MV-
infected macaque skin biopsies collected at 9 (a and d), 11 (b and e) and 13 (c and f) dpi. (a and d) At 9 dpi, most MV N+ cells could be found in the
dermal papillae, although a few single infected cells were detected in the basal layer of the epidermis. (b and e) At 11 dpi, prominent infection was
observed near hair follicles and sebaceous glands (arrow). The infection in the epidermis had progressed further in the suprabasal layers (arrows). (c
and f) The infection in the dermis was no longer detected at 13 dpi. The infection in the epidermis had reached the most superficial layers. Scale bars
of (a) and (c): 50 μm; Scale bar of (b): 100 μm; Scale bars of (d–f): 20 μm. Dpi: days post-inoculation.
https://doi.org/10.1371/journal.ppat.1008253.g002
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Fig 3. Phenotype of MV-infected cells in the dermis and epidermis throughout the course of infection. Serial
sections of skin (top to bottom) of three macaques (left to right) euthanized at three different time points (indicated at
the top). The sections were double-stained with antibodies to EGFP (green) and several cell-specific markers (red), as
indicated on the left of each row. Dashed lines indicate the basement membrane that separates the dermis (Dm) and
PLOS PATHOGENS The pathogenesis of measles skin rash
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Dynamics of MV infection in NHP skin tissues
To assess the dynamics of MV infection and the subsequent clearance in the skin, we counted
the number of EGFP+ cells in five focal infection sites in the NHP skin tissues (n = 2 animals
per time point) at different time points after infection (S3 Fig). The number of MV-infected
dermal cells decreased at 11 and 13 dpi. In contrast, the number of infected epidermal cells
peaked at 11 dpi before decreasing at 13 dpi. We also counted the number of CD45+ leukocytes
in the dermis and the epidermis of these five focal infection sites, and found that these
increased from 9 to 13 dpi. In the epidermis, the number of CD45+ cells increased at 11 and 13
dpi, indicating infiltration into this tissue to clear the infected cells during this period. How-
ever, we observed high variation in numbers of infected cells in and around foci of infection,
both within and between animals.
Variation in the progression of infection at different sites suggested that time was not the
only factor in the pathogenesis of MV skin rash. The location in which MV-infected cells were
found and the density and mobility of susceptible neighboring cells at that site also seemed to
play an important role. We observed MV-infected leukocytes in dermal papillae or close to the
basal epidermis (Fig 4A). MV-infected T cells could often be found near the dermal papillae
around 9 and 11 dpi, but became scarce at 13 dpi and could only be observed in the reticular
dermis. At this late time point, the MV-infected T cells were found surrounded by uninfected
T cells (Fig 4B). Close interaction could also be observed among MV-infected cells with
HLA-DR+ antigen-presenting cells (APCs), for example through a long, EGFP+ dendrite (Fig
4C). We observed MV-infected cells surrounded by or in close proximity to endothelial cells
(Fig 4D) at 9 dpi at the site where the infection had progressed further. Very rarely, in the
same site, we found MV-infected CD31+ endothelial cells near other infected cells (Fig 4E).
We also observed MV-infected cells in the dermis that were negative for markers of leukocytes,
APCs, endothelial or epithelial cells and appeared to be spindle- or dendritic-like cells (Fig 4F).
Multicolor fluorescent images of dermis of experimentally infected NHPs are available as split
and merged images in S4 Fig.
In the epidermis, a number of MV-infected leukocytes were observed at 11 dpi, accompa-
nied by infiltration of uninfected leukocytes to the site of infection (Fig 4G–4I). Many of these
were macrophages (S4). Infrequently, some of these MV-infected leukocytes were negative for
keratinocyte, macrophage and T cell markers (Fig 4J and 4K). These cells were found in close
proximity to keratinocytes, which were also positive for MV infection (Fig 4K), although kera-
tinocyte infection could still be detected despite the absence of MV-infected leukocytes in the
the epidermis (Ep). MV-infected cells (green) could be observed in the dermis at 9 dpi. The progression of the
infection in the same skin tissue at this time point differed between different sites: either MV-infected cells were found
strictly in the dermis or the infection had spread to the epidermis. (a–e) Representative sequential images of MV
infection that had progressed to the epidermis at 9 dpi. (a) MV-infected CD45+ leukocytes (inset, arrow) could be
detected in the superficial dermis. (b) Some of these MV-infected leukocytes were CD3+ T cells, which were present in
the dermis, mostly in reticular dermis, with speckled GFP signal in their cytoplasm (inset, arrow). (c) MV-infected
S100A8/A9 complex+ (MAC387) macrophages (inset, arrow) were also found abundantly in the superficial dermis. (d)
MV-infected cells in the dermis were often found in or around CD31+ blood vessels (inset). (e) In the epidermis, MV-
infected cells were mostly keratinocytes (inset, arrow), although MV-infected non-keratinocyte cells (inset, asterisk)
were observed in the basal epidermis. (f–j) Representative sequential images of MV infection at 11 dpi. (f) MV-infected
leukocytes (inset, arrow), which were (g) T cells in the dermal papillae (inset, arrow), were in close proximity to (h)
uninfected macrophages (inset) and (i) blood vessels. (j) The infection in keratinocytes had progressed apically and
laterally. MV-infected keratinocytes and the surrounding uninfected keratinocytes expressed S100A8/A9 complex at
this time point. (k–o) Representative sequential images of MV infection at 13 dpi. MV-infected cells had mostly
disappeared from the dermis at 13 dpi. (k) The dermis and epidermis were filled with leukocytes. (l) No T cells could
be observed in the dermal papillae. (m) Macrophages were present abundantly in this area. (n) At this time point, no
MV-infected endothelial cells could be observed in the dermis despite their close proximity to (o) some MV-infected
keratinocytes in the hair follicle (HF) area. Scale bar: 50 μm. Dpi: days post-inoculation.
https://doi.org/10.1371/journal.ppat.1008253.g003
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Fig 4. Location of MV-infected cells and interaction with proximal cells. (a–f) MV-infected cells in the dermis and (g–l) in the
epidermis. Dashed line indicates the basement membrane that separates the dermis (Dm) and the epidermis (Ep). (a) MV-infected
CD45+ leukocytes (arrow) in the dermis, especially near the basal layer of the epidermis. (b) MV-infected CD3+ T cells (speckled green),
although mostly found in the dermal papillae at 9 and 11 dpi, were found in reticular dermis at 13 dpi, surrounded by uninfected T cells.
PLOS PATHOGENS The pathogenesis of measles skin rash
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observed two-dimensional plane (Fig 4L). Multicolor fluorescent images of epidermis of
experimentally infected NHPs are available as split and merged images in S5 Fig.
Ex vivo MV infection of human skin sheets results in higher infection levels
in the dermis than in the epidermis
Based on the observations in NHPs, we hypothesized that the dermis is the primary target site
for MV skin infection. To test this hypothesis, we ex vivo inoculated human full skin or enzy-
matically-separated epidermal and dermal sheets with rMV based on a wild-type MV strain
Khartoum-Sudan (KS) expressing the fluorescent reporter protein Venus from an additional
transcription unit in position 3 of the viral genome (rMVKSVenus(3)) [30]. We observed that
Venus+ cells could be detected by inverted laser scanning microscopy as early as 2 dpi, with
higher infection levels in the dermis than the epidermis (Fig 5A). The percentages of emigrant
MV-infected cells in the supernatants of the skin sheet cultures were determined by flow cytom-
etry. In accordance with the observation of Venus+ cells by microscopy, the percentages of MV-
infected emigrant cells were higher in the dermis and full skin than in the epidermis (Fig 5B).
To confirm this observation, we enzymatically-separated the MV-inoculated full skin into
epidermis and dermis at 4 dpi. The separated sheets were subsequently cultured individually
up to 7 dpi. The percentage of emigrant MV-infected cells in the supernatants of these sepa-
rated skin sheet cultures were determined by flow cytometry. We observed a trend towards
higher percentages of MV-infected emigrant cells in supernatants of the separated dermis
sheets as compared to their epidermal counterparts (Fig 5C).
Previous studies showed that mature LCs are susceptible to MV infection and Langerin can
act as an attachment receptor, but not entry receptor, for the virus [21]. To determine whether
LCs play a role in MV epidermal infection as initial target cells, we performed dual-labeling
IIF on human epidermal sheets from healthy donors infected with rMVKSVenus(3). We found
that despite the abundant presence of LCs in the epidermal sheets, none of these were Venus-
positive (S6 Fig).
Human primary keratinocytes are susceptible to in vitro MV infection in a
nectin-4-dependent manner
We investigated the susceptibility and the permissiveness of human primary keratinocytes
from two healthy donors to in vitro MV infection. In agreement with previously published
data, nectin-4 expression on the cell surface was highest in differentiated keratinocytes, as
demonstrated by flow cytometry (S7 Fig) [27]. To determine whether the proliferating and dif-
ferentiated keratinocytes were susceptible to MV infection, we inoculated them with
rMVKSVenus(3) or a strain engineered to be unable to recognize nectin-4 (the ‘nectin-4-blind
(N4b)’ strain rMVKS-N4bEGFP(3)) [11] at a multiplicity of infection (MOI) of 1. After 48
hours, we observed higher frequencies of fluorescent cells in differentiated than in the prolifer-
ating cells (Fig 6A). Infection of keratinocytes with the nectin-4-blind MV resulted in low
numbers of single infected cells.
(c) MV-infected cell in the dermis interacted with HLA-DR+ APC, forming a long EGFP+ dendrite (arrow). (d) More often, MV-
infected cells (arrow) located around or in blood vessels and, (e) rarely, MV-infected endothelial cells (arrow) could be found together
with those cells. (f) Spindle- or dendritic-like MV-infected cells were negative for all tested cell markers. (g–i) In the epidermis, MV-
infected leukocytes could be found since 11 dpi, either interacting with (g) other leukocytes or (h) other MV-infected epidermal cells. (i)
Leukocytes appeared to infiltrate the MV-infected cells in the epidermis. (j–k) Serial slides of MV-infected epidermis at 13 dpi. (j) MV-
infected leukocytes that were (k) negative for cytokeratin marker could be found in the basal layer of the epidermis. These cells were in
close proximity to infected keratinocytes (k). (l) MV-infected keratinocytes in the absence of other infected cells. Scale bars of (a–d), (f),
(g) and (j–l): 10 μm; Scale bars of (e) and (h–i): 20 μm. Dpi: days post-inoculation.
https://doi.org/10.1371/journal.ppat.1008253.g004
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To assess whether the infected keratinocytes also produced cell-free virus and were thus
capable of spreading the infection, the supernatant of the MV-infected keratinocytes was col-
lected and the titer of cell-free virus in the supernatant was assessed [31]. Cell-free MV was
detectable in the culture supernatant of the infected proliferating and differentiated keratino-
cytes. Virus titers in supernatants of differentiated keratinocytes were higher than those in
supernatant of proliferating keratinocytes (Fig 6B).
Discussion
The pathogenesis of MV skin rash is not well understood. Here, we aimed to identify the cell
types involved in MV infection of skin, and the kinetics of viral dissemination in relation to
onset of rash. Based on our findings, combined with previously published observations, we
Fig 5. Ex vivo MV infection of epidermis, dermis or full skin sheets. (a) Representative images of MV-infected cells in the dermis and the epidermis. MV+ cells
(green) were detectable as early as 2 dpi in the epidermis and were present in higher numbers in the dermis than in the epidermis. (b) Percentages of emigrant MV-
infected cells in supernatants of ex vivo cultured epidermis (Ep), dermis (Dm) or full skin (FS) (n = 3 donors) at 2, 4 and 7 dpi, as determined by flow cytometry. (c) Ex
vivo MV-inoculated full skin sheets were kept in culture up to 4 dpi before enzymatically separated into epidermal and dermal sheets. These sheets were further kept in
individual culture up to 7 dpi. The percentages of emigrant MV-infected cells from the supernatants of the separated epidermal and dermal sheets were determined by
flow cytometry at 7 dpi. All experiments were performed in triplicate. Dpi: days post-inoculation. �, P< 0.05.
https://doi.org/10.1371/journal.ppat.1008253.g005
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Fig 6. Susceptibility and permissiveness of proliferating and differentiated human primary keratinocytes to in
vitro MV infection. (a) Higher numbers of infected keratinocytes (green) were detected in differentiated than in
proliferating keratinocyte cultures, regardless of MV strain. NCI-H358: human broncho-alveolar carcinoma cell line;
BLCL: EBV-transformed B-lymphoblastoid cell line. Scale bars: 200 μm. (b) Differentiated keratinocytes produced
higher number of infectious cell-free virus than proliferating keratinocytes. All experiments were done in duplicate.
HD1 or HD2: primary keratinocyte culture from healthy donor 1 or 2; KS: rMVKSVenus(3); KS-N4b: rMVKS-N4bEGFP
(3).
https://doi.org/10.1371/journal.ppat.1008253.g006
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postulate a model that describes the progression of MV skin infection and the development of
measles rash (Fig 7). The model takes viral tropism, location, interaction and motility of the
susceptible cells, as well as the virus-specific immune responses into account. MV-infected
cells enter the superficial dermis through the blood vessels and spread the infection to the tis-
sue-resident dermal T cells, APCs and spindle- or dendritic-like cells around 7 days after infec-
tion. The infection progresses several days later to the adjacent epidermal areas, where the
virus is transmitted to the basal keratinocytes. As basal keratinocytes differentiate apically to
the suprabasal layers and their nectin-4 expression increases, the virus spreads apically and lat-
erally and the infected keratinocytes subsequently form syncytia. Infection of dermal endothe-
lial cells was very rare, but not completely absent. We speculate that the infection is
subsequently cleared around 13 days after infection by infiltrating immune cells, which first
migrate into the dermis and later into the epidermis.
The dermis contains several potential target cells for MV infection. Due to vascularization,
the dermis is filled with CD150+ lymphoid and myeloid cells that traffic through or reside in
the tissue. CD4+ and CD8+ T cells localize and move differently in the skin [32]. Slow-moving
CD8+ resident memory T cells (TRM) reside in the epidermis and hair follicles, while highly
motile CD4+ effector memory T cells (TEM) migrate into the dermis and recirculate systemi-
cally [33]. We detected MV-infected T cells in the dermis from 9 dpi onward, but never in the
epidermis at that time point. Previous studies have shown that CD4+ TEM cells are highly sus-
ceptible to MV infection [28, 34]. Interaction of MV-infected T cells with skin-resident APCs
Fig 7. Model for the pathogenesis of measles skin rash. During viremia, MV-infected T cells and macrophages migrate to the dermis via the capillaries and interact with
(a) tissue-resident lymphoid and myeloid cells and epidermal LCs residing near the basal lamina. This interaction leads to the infection of surrounding CD150+ tissue-
resident immune cells and nectin-4+ epithelial cells. Alternatively, MV-infected T cells and macrophages migrate in close proximity to: (b) the hair follicle or (c) the
sebaceous gland via the capillary, where they infect an aggregate of tissue-resident T cells and macrophages, and further spread the infection to nearby keratinocytes and
LCs. Infection of basal keratinocytes leads to lateral and apical spread of the virus to the superficial layers of the epidermis. Several days later, (d) hyperemic responses
allow the recruitment of MV-specific CD8+ cytotoxic T cells and macrophages, resulting in (e) recognition and (f) clearance of the infected cells. Hyperemia and
subsequent edema are the histological correlates of maculopapular erythematous measles rash. The time range given at the top of the figure is based on observations from
experimentally infected NHPs. Dpi: Days post-infection.
https://doi.org/10.1371/journal.ppat.1008253.g007
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may result in further cutaneous spread. T cells have been described in human skin to cluster
with APCs around appendages, such as hair follicles [35–37]. We did not observe such T cell
clusters in NHPs, most likely due to T cell depletion that occurs systemically and peaks around
9 dpi [28]. Whether this depletion leads to the loss of pre-existing skin-resident memory T
cells remains to be studied. Additionally, we and others have observed MV-infected T cells
and APCs around hair follicles and sebaceous glands [15, 38], which are surrounded by nec-
tin-4+ epithelial cells [27]. The close proximity of these infected cells to the basal keratinocytes
may lead to the spread of MV infection from the dermis to the epidermis.
The epidermis consists predominantly of keratinocytes, which express nectin-4 and are sus-
ceptible to MV infection [26]. We were not able to demonstrate the expression of nectin-4 in
the NHP epidermis due to the lack of cross-reactive antibodies. However, in accordance with a
previous study, we show primary human keratinocytes express nectin-4 and its expression is
upregulated upon differentiation [27]. We show here that nectin-4 expression plays a role in
the susceptibility of keratinocytes to in vitro MV infection: higher expression of nectin-4
resulted in higher susceptibility. We also inoculated primary keratinocytes from a patient
affected by ectodermal dysplasia-syndactyly syndrome (EDSS1, OMIM 613573), an autosomal
recessive disorder caused by mutations in the nectin-4 encoding gene PVRL4 [27]. We
observed that despite the strongly reduced expression of nectin-4 in this patient, the keratino-
cytes were still susceptible and permissive to in vitro MV infection, albeit at lower levels com-
pared to the healthy donors (S8 Fig).
Due to the focal nature of MV skin infection, the progression of MV infection in the epider-
mis varied in different sites in experimentally infected NHPs. At 9 dpi, epidermal infection
was predominantly observed as single infected cells in the basal epidermis. However, in some
sites where the progression of the infection had developed further in the suprabasal epidermis
into multiple-cell infection and syncytia. Interestingly, we also observed expression of S100A8/
A9 complex (MAC387) from 11 dpi and 13 dpi in the epidermis of experimentally infected
NHPs. Although the expression of S100A8/A9 complex is often restricted to myeloid cells, its
induction has also been described in hyperproliferative and differentiated keratinocytes, such
as during wound healing or in psoriasis lesions [39, 40]. Although MV infection in the epider-
mis could be observed as early as 9 dpi, the expression of S100A8/A9 complex by keratinocytes
was only observable at 11 and 13 dpi. Moreover, this complex was expressed not only by MV-
infected cells, but also the surrounding keratinocytes. In uninfected areas at 11 and 13 dpi, the
keratinocytes were negative for S100A8/A9 complex. Altogether, these observations suggest
that the expression of S100A8/A9 complex was induced by focal MV infection in the epider-
mis. Focal hyperkeratosis and parakeratosis have been reported in measles skin biopsies [15].
Whether the expression of this complex leads to hyperproliferation and differentiation of kera-
tinocytes in an MV-infected site, and subsequently leads to measles-associated hyperkeratosis
and parakeratosis remains to be determined.
Beside the keratinocytes, another cell type of interest in the epidermis is the LC, a subset of
DCs. Although we could not observe MV-infected LCs in our human skin ex vivo model, LCs
are known to be susceptible to MV infection [21, 41, 42]. The activation status of the cells also
determines their susceptibility, since immature LCs are not susceptible to MV infection, while
mature ones are [21]. This offers an explanation to why the LCs were not susceptible to MV
infection in our ex vivo model: the cells might still have been in their immature state. We were
not able to identify LCs in cynomolgus macaque skin tissues due to the unavailability of cross-
reactive antibodies. The susceptibility of LCs to MV infection in vivo and their role in the path-
ogenesis of measles skin rash remain to be determined. Additionally, LCs express Langerin
that can act as an attachment, but not entry, receptor to MV [21] and thus can indirectly intro-
duce MV infection to the epidermal keratinocytes by acting as an attachment hub for the virus
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from the dermis. Although we were able to clearly identify APCs and T cells in the dermis, we
were not able to detect HLA-DR+ or CD3+ cells in the epidermis.
DCs and macrophages occupy the dermis as professional APCs and phagocytes, respec-
tively. Macrophages are present in high numbers and are associated with blood or lymphatic
vessels, while dermal DCs have been found to form clusters with T cells, suggesting the pres-
ence of an inducible structure of macrophages, DCs and T cells that may function as a skin-
associated lymphoid tissue [43, 44]. In the respiratory tract, DCs and macrophages act as Tro-
jan horses during MV infection by spreading the virus to the lymphocytes in draining lymph
nodes [8, 20, 45–47]. Migrating or patrolling MV-infected DCs and macrophages may play the
same role in the skin as they do in the respiratory tract. However, these cells may also play a
crucial role as innate immune cells that inhibit infection. Close communication of MV-
infected DCs and macrophages with T cells can lead to activation of MV-specific immune
responses and subsequently to the development of rash. The role of these immune responses
in the development of rash has been highlighted in immunocompromised patients with MV
infection that do not develop skin rash [14].
Blood vessels and capillaries run through the dermis. The capillaries penetrate into the der-
mal papillae, from where the distance to the epidermis is minimal, and the distribution of the
capillary loops differs according to the type of the skin. The capillary bed consists of an arteri-
ole, which gives rise to metarterioles and subsequently hundreds of capillaries. The capillaries
provide the dermis and epidermis with nutrition and oxygen, and connect to venous capillar-
ioles and further to a venule. Inflammation due to infection may cause prolonged vasodilata-
tion and increased capillary permeability. This hyperemic reaction allows the release of
chemokines by skin-resident cells, such as memory immune cells and keratinocytes, that leads
to the infiltration of various immune cells, such as macrophages and lymphocytes. Alterna-
tively, skin-resident cells can induce the release of chemokines that leads to hyperemia. The
vasodilatation results in swelling, but not leakage, of tissue capillaries with oxygenated blood
and gives the appearance of superficial reddening of the skin (erythema) and edema [48].
Given that measles rash is described as maculopapular (i.e. small with raised bumps) and ery-
thematous (i.e. red), and edema can be observed in MV-infected skin [15], we speculate that
hyperemia is responsible for the appearance of the erythematous maculopapular rash.
Although theoretically it is possible to investigate the presence of hyperemia in our in vivo
model by showing an increased number of erythrocytes in the cutaneous blood vessels, we
could not perform the calculation fairly, since the animals were sacrificed by exsanguination.
MV infection in the skin gives a unique appearance of rash compared to other viral exan-
themata. Rubella rash, for example, has been described as macroscopically similar to measles
rash, since it gives a pink-reddish “rubelliform” maculopapular rash. However, in rubella, viral
infection takes place deeper in the dermis, in contrast to measles skin infection that occurs
more superficially in the dermis and the epidermis. Infection of the keratinocytes, which is typ-
ical for measles rash, does not occur during rubella virus infection [49]. In contrast, varicella
zoster virus (VZV), as a representative of the Herpesviridae family member, has similar target
cells in the dermis and epidermis as MV, but displays a different type of rash. VZV infects peri-
vascular macrophages and DCs as well as keratinocytes, but the infection leads to the appear-
ance of spots that turn into itchy blisters [50]. Arboviral exanthemata, on the other hand, have
a different route of infection, but often present overlapping outcomes in the skin. Dengue
virus is introduced into the body through a mosquito bite and injected into the bloodstream,
with spillover to the epidermis and the dermis. This spillover causes infection of LCs and kera-
tinocytes. Dengue virus spreads systemically through the infection of monocytes and macro-
phages. The virus also causes vascular leakage through infection of endothelial cells, leading to
the appearance of minor hemorrhagic lesions [51]. Although petechial rash is one of the
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clinical manifestations of dengue virus infection, morbilliform rash is also often described dur-
ing classical dengue fever [52]. Altogether, these findings, including ours, strongly suggest that
the appearance of skin rash is closely linked to the viral tropism, the availability and location of
susceptible target cells and the subsequent immune responses to clear the infection.
In conclusion, our study offers a comprehensive model for the pathogenesis of measles skin
rash: MV-infected lymphocytes and myeloid cells enter the dermis, where the infection
spreads to the susceptible cells in the vicinity of dermal papillae, hair follicles, sebaceous glands
and blood vessels in the superficial dermis. The infection spreads laterally and apically to the
epidermis in a nectin-4-dependent manner. The infection is cleared several days later by infil-
trating immune cells, accompanied by the appearance of edema and hyperemia that give the
appearance of an erythematous morbilliform rash.
Materials and methods
Ethics statement
All NHP samples were derived from previously published studies, and no new experimental
infections were performed [28]. Studies involving the use of primary keratinocytes were
approved by the local ethics committee, and written informed consent was obtained from the
EDSS1 patient and the healthy volunteers [27]. Studies using human skin tissue were per-
formed in accordance with the Amsterdam University Medical Centres (AUMC) institutional
guidelines with approval of the Medical Ethics Review Committee of the AUMC, location Aca-
demic Medical Centre, Amsterdam, the Netherlands, reference number: W15_089 # 15.0103.
All samples were handled anonymously.
Cells
Culture of normal and EDSS1 primary human keratinocytes was carried out as previously
described [27]. Proliferating keratinocytes were cultured till sub-confluence in serum-free ker-
atinocyte growth medium (KGM, Invitrogen) containing 0.15 mM Ca2+, and then induced to
differentiate by culturing for further 3 days in complete keratinocyte culture medium com-
posed of a 3:1 mixture of Dulbecco’s modified Eagle medium (DMEM) and Ham’s F12 media
(Invitrogen) containing 10% of foetal bovine serum (FBS), insulin (5 μg/ml), transferrin (5 μg/
ml), adenine (0.18 mM), hydrocortisone (0.4 μg/ml), cholera toxin (0.1 nM), triiodothyronine
(2 nM), epidermal growth factor (EGF; 10 ng/ml), glutamine (4 mM), and penicillin-strepto-
mycin (50 IU/ml). Epstein-Barr virus- (EBV-) transformed B-lymphoblastoid cell line (BLCL)
and human broncho-alveolar carcinoma (NCI-H358) cell lines were grown in RPMI-1640
medium supplemented with 10% of FBS, 100 IU of penicillin/ml, 100 μg of streptomycin/ml
and 2 mM glutamine (R10F medium). Vero cells expressing human CD150 (Vero-CD150)
were grown in DMEM supplemented with 10% of FBS, 100 IU of penicillin/ml, 100 μg of
streptomycin/ml and 2 mM glutamine (D10F medium) [53]. All cells were cultured in a
humidified incubator at 37˚C with 5% of CO2.
Ex vivo culture of human skin tissues
Residual skin materials were obtained from three adult human donors undergoing correc-
tional surgery and stored at 4˚C overnight. The skin was shaved using a dermatome (0.3 mm,
Zimmer Biomet). For the preparation of full skin sheets, which consist of dermis and epider-
mis, the shaved skin was cut into circular sheets (diameter approximately 1 cm) using a skin
biopsy punch and cultured in IMDM supplemented with 10% of FBS, 100 IU of penicillin/ml,
100 μg of streptomycin/ml (Invitrogen), 2 mM glutamine and 20 μg/ml gentamicine
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(Centrafarm) (I10F medium), with the epidermis facing upward. The full skin pieces were
stored in a 24-well plate in I10F medium. For the preparation of epidermal sheets, shaved skin
was incubated in I10F medium in the presence of 1 U/ml of dispase (Roche Diagnostics) for 1
h at 37˚C. The epidermis was separated from dermis using a pair of forceps and cut into circu-
lar sheets using a skin biopsy punch. The epidermal, dermal or full skin sheets were cultured in
a 24-well plate in I10F medium, with the keratin layer of the epidermis facing upward. Experi-
ments were performed in triplicate.
Viruses
All recombinant MV strains used in this study were described previously: recombinant MV
strain Khartoum-Sudan (KS) expressing the fluorescent protein Venus from an additional
transcription unit in position 1 or 3 (rMVKSVenus(1) or (3)) [30] was based on wild type
viruses. An rMVKS expressing EGFP in position 3 of the viral genome engineered to be unable
to recognize nectin-4 (referred to as the ‘nectin-4-blind (N4b)’ rMVKS-N4bEGFP(3)) was also
included in this study [11]. Virus titers were determined by endpoint titration on Vero-CD150
cells, and were expressed as 50% tissue culture infectious dose (TCID50) per ml calculated as
described by Reed and Muench [31].
In vitro MV infection
Adherent primary keratinocytes were either inoculated directly or were treated with trypsin-
EDTA (0.05%) and inoculated in suspension with the two different rMV strains at an MOI of
1. After 2 h, the suspension cells were washed to remove unbound virus and seeded onto
24-well plates in complete keratinocyte culture medium. After 48 h of infection, the cells were
observed under an inverted-laser scanning LSM-700 microscope (Zeiss) and the infection per-
centages were assessed by flow cytometry.
Ex vivo MV infection
Full skin pieces, dermal or epidermal sheets were inoculated with cell-free rMVKSVenus(3).
Briefly, 200 μl of pure virus stock (3.7 × 106 TCID50/ml) was added to each well of a 24-well
plate, and the skin sheets were added on top of the liquid with the epidermis facing upwards.
While full skin and epidermal sheets remained afloat, dermal sheets tended to sink and both
apical and basolateral surfaces were exposed to virus. After 2 h at 37˚C, I10F medium was
added to the wells. The progression of infection was observed at 2, 4 and 7 dpi under the
inverted laser scanning microscope. At 4 dpi, mock- and MV-inoculated full skin sheets were
incubated in I10F medium in the presence of 1 U/ml of dispase (Roche Diagnostics) for 1 h at
37˚C and separated into epidermal and dermal sheets. The separated sheets were cultured
individually in a 24-well plate in I10F medium up to 7 dpi.
Measurement of MV production by infected keratinocytes
Supernatant of MV-infected keratinocytes was titrated into 96-well plates containing Vero-
CD150 cells (1 × 104 cells/well). The titer of the virus was expressed as TCID50/ml and calcu-
lated as described above.
Flow cytometry
Flow cytometry was performed using a BD FACSCanto II, unless mentioned otherwise. Pri-
mary keratinocytes were labelled with nectin-4PE antibody (clone 337516; R&D Systems) to
assess the expression of nectin-4. Isotype control (IsotypePE, clone 27–35, BD Biosciences)
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antibody was included to assess the level of background staining. NCI-H358 cells and BLCL
were included as positive and negative controls for nectin-4 expression, respectively. All cells
were fixed with 2% of PFA prior to measurement of the percentage of cells expressing the
virus-encoded fluorescent protein. Mock-infected cells were included as infection control.
Supernatants from full skin pieces, dermal or epidermal sheets (n = 3 donors) were isolated at
2, 4 and 7 dpi and emigrant cells were isolated after undergoing centrifugation. Mock-infected
tissues were included as infection control. Percentages of MV-infected emigrant cells were
measured by flow cytometry using a BD FACSLyric. Gating strategy used in the flow cytome-
try analyses is shown in S9. Data was acquired with BD FACSDiva or FACSSuite software and
analyzed with FlowJo software.
In situ analyses
Immunohistochemistry was performed on one to three formalin-fixed, paraffin-embedded
skin tissues originating from different EGFP+ regions (abdomen, eyelid or lip) from experi-
mentally infected NHPs (n = 2 animals per time point) euthanized at 9, 11 and 13 dpi using
monoclonal antibodies directed to MV N protein (clone 83KKII, Chemicon [54]) or rabbit
polyclonal antibody directed to GFP (Invitrogen). Goat anti-mouse IgG1 or goat anti-rabbit
antibody conjugated with biotin was included as secondary antibody. Streptavidin-horseradish
peroxidase was added for signal detection. Dual-labeling IIF assays on sequential skin slides of
experimentally infected NHPs were performed using mouse monoclonal antibodies directed
to CD45 (clone 2B11+PD7/26; DAKO), CD3 (clone F7.2.38; DAKO), CD31 (clone JC70A;
DAKO), cytokeratin (clone AE1/AE3; DAKO), S100A8/A9 complex (clone MAC387; Abcam),
or HLA-DR (clone L243; BioLegend) in combination with rabbit polyclonal antibody directed
to GFP. Goat anti-rabbit-IgG-Alexa Fluor (AF)488 (Invitrogen) and goat anti-mouse
IgG-AF594 (Invitrogen) were included as secondary antibodies. Formalin-fixed, paraffin-
embedded tissues were sectioned at 3 μm, deparaffinized and rehydrated prior to antigen
retrieval. Antigen retrieval for MV N protein staining was performed in the presence of 0.1%
protease in pre-warmed PBS for 10 minutes at 37˚C. Antigen retrieval for other stainings was
performed in citrate buffer (10 mM, pH = 6.0) with heat induction. Sections were incubated
with primary antibody overnight at 4˚C before incubation with secondary and tertiary anti-
bodies. For dual-labeling IIF assays, the slides were mounted with ProLong Diamond Antifade
Mountant with DAPI (Thermo Fisher Scientific) prior to fluorescence detection with the
inverted laser scanning microscope. Images were obtained using 1–2 times frame averaging
and the pinhole adjusted to 1 airy unit. To quantify EGFP+ and CD45+ cells in NHP skin tis-
sues, five high-power Z-stack fields (400 × magnification) containing MV focal infection sites
were arbitrarily selected per animal per time point (n = 2 animals per time point; in total 3
time points). Cell counting to determine the number of EGFP+ and CD45+ cells in the NHP
skin tissues was performed in Fiji software.
Statistical analysis
Differences between the percentages of infected cells in the human ex vivo epidermal, dermal
or full skin sheets were analyzed by paired t-test.
Supporting information
S1 Fig. The focal nature of measles skin infection resulted in different progression of infec-
tion in the dermis and epidermis. At 9 dpi, MV infection were mostly found in the dermis of
experimentally infected NHPs. However, due to the focal nature of MV skin infection, MV-
infected cells could sometimes also be detected in the epidermis. The progression of epidermal
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infection varied in different sites, ranging from only single-cell to multiple-cell infection. A
syncytium (ellipse) was observable, albeit rarely, in the epidermis collected at 9 dpi stained
with hematoxylin and eosin (HE), or with green fluorescent protein (GFP) and MV N antibod-
ies, respectively. Scale bar: 50 μm. Dpi: days post-inoculation.
(TIF)
S2 Fig. Phenotype of MV-infected cells in experimentally infected NHP skin tissues col-
lected at 9 dpi. (a–e) Split and merged multicolor fluorescent images of the insets shown in
Fig 3A–3E. The phenotypes of MV-infected (green) cells in the dermis were (a) CD45+ leuko-
cytes, (b) CD3+ T cells, (c) S100A8/A9 complex+ (MAC387) macrophages and (d) the cells sur-
rounding CD31+ endothelial cells. In the epidermis, two types of MV-infected cells could be
detected: (e) cytokeratin+ keratinocytes and cytokeratin- cells (asterisk). Arrow indicates co-
localization of GFP and specific cell marker. Dashed line indicates the basement membrane
that separates the dermis (Dm) and the epidermis (Ep). Scale bar: 10 μm. Dpi: days post-inocu-
lation.
(TIF)
S3 Fig. Dynamics of MV infection and subsequent clearance in NHP skin tissues. Five
high-power Z-stack focal infection sites in NHP skin tissues were chosen arbitrarily at high
magnification. MV-infected cells were observed in different numbers in the (a) dermis and (b)
epidermis at different time points. The cells in the dermis were hardly detectable at 13 dpi. In
contrast, more MV-infected cells could still be detected in the epidermis at the same time
point. The number of CD45+ leukocytes increased throughout the different time points in the
(c) dermis and (d) epidermis. The number of CD45+ leukocytes increased in the dermis from
9 to 13 dpi, and in the epidermis between 11 and 13 dpi. Each symbol represents the number
of cells counted in one infectious focus in one animal. Dpi: days post-inoculation.
(TIF)
S4 Fig. Interaction between MV-infected cells and dermal cells in experimentally infected
NHP skin tissues. (a–c) Representative split and merged multicolor fluorescent images shown
in Fig 4. (a) An MV-infected CD3+ T cell (speckled green; arrow) was present in reticular der-
mis at 13 dpi, in close proximity to uninfected T cells (red). Merged image is shown in Fig 4B.
(b) Close interaction between an MV-infected cell (green) with an HLA-DR+ APC (red), form-
ing a long EGFP+ dendrite (arrow). Merged image is shown in Fig 4C. (c) MV-infected CD31+
endothelial cells (red; arrows) in close proximity to other MV-infected cells (green). Merged
image is shown in Fig 4E. (d) Close interaction between an S100A8/A9 complex+ (MAC387)
macrophage (red) and an MV-infected cell (green) in the dermis. Scale bar: 10 μm. Dpi: days
post-inoculation.
(TIF)
S5 Fig. Interaction between MV-infected cells and epidermal cells in experimentally
infected NHP skin tissues. (a–c) Representative split and merged multicolor fluorescent
images shown in Fig 4. (a–b) Sequential slides of MV-infected NHP skin at 13 dpi. (a) An MV-
infected CD45+ white blood cell (arrow) in the basal epidermis. (b) This cell was negative for
cytokeratin marker (arrow) and in close proximity to infected keratinocytes (green). (c) MV-
infected keratinocytes in the absence of other infected cells in the observed two-dimensional
plane. (d–e) Sequential slides of MV-infected NHP skin at 11 dpi. (d) Infiltrating CD45+ leu-
kocytes (red) could be observed in the epidermis. (e) Many of these cells were S100A8/A9
complex+ (MAC387) macrophages (red). Arrows in (d) and (e) indicated one of the CD45+
S100A8/A9 complex+ macrophages in the epidermis at 11 dpi. Dashed line indicates the base-
ment membrane that separates the dermis (Dm) and the epidermis (Ep). Scale bars of (a–c):
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10 μm. Scale bars of (d–e): 50 μm. Dpi: days post-inoculation.
(TIF)
S6 Fig. MV-infected LCs were not observed after ex vivo infection of human epidermal
sheets. LCs (magenta) were present in abundance in human epidermal sheets. MV-infected
cells (green) appeared at 2 dpi and their number increased by 4 dpi. However, none of these
infected cells were LCs. Magenta: CD1a; Green: GFP; Blue: DAPI. Scale bar: 200 μm. Dpi: days
post-inoculation.
(TIF)
S7 Fig. Differentiated human primary keratinocytes expressed higher levels of nectin-4
than proliferating keratinocytes. The expression level of nectin-4 increased during differenti-
ation. NCI-H358 and BLCL were included as positive and negative controls of nectin-4 expres-
sion, respectively.
(TIF)
S8 Fig. Nectin-4 expression and cell-free virus production of human primary proliferating
and differentiated keratinocytes from an EDSS1 patient. Despite the low nectin-4 expres-
sion in both proliferating and differentiated EDSS1 keratinocytes, the cells were susceptible to
MV infection. Infection also resulted in production of infectious cell-free virus progenies. KS:
rMVKSVenus(3); KS-N4b: rMVKS-N4bEGFP(3). EDSS1: ectodermal dysplasia-syndactyly syn-
drome.
(TIF)
S9 Fig. Flow cytometry analyses of MV-infected emigrant cells from supernatants of ex
vivo human skin cultures. Gating strategy to determine the percentages of MV-infected emi-
grant cells in supernatants of ex vivo human epidermis sheets, dermis sheets or full skin tissues.
Autofluorescent cells were not included in the MV gate. The same gating strategy was applied
throughout the experiments to all samples collected at 2, 4 and 7 dpi.
(TIF)
Acknowledgments
We are grateful to the Boerhaave Medical Centre (Amsterdam, the Netherlands) and A. Knot-
tenbelt (Flevo Clinic Almere, the Netherlands) for the provision of human skin tissues, Stefan
van Nieuwkoop, Peter R. W. A. van Run and Daryl Geers for the excellent technical assistance.
Author Contributions
Conceptualization: Brigitta M. Laksono, Francesco Brancati, Rik L. de Swart.
Formal analysis: Brigitta M. Laksono.
Funding acquisition: Teunis B. H. Geijtenbeek, Francesco Brancati, Rik L. de Swart.
Investigation: Brigitta M. Laksono.
Methodology: Brigitta M. Laksono, Paola Fortugno, Rory D. de Vries, Sonia Cordisco.
Project administration: Rik L. de Swart.
Resources: Paola Fortugno, Bernadien M. Nijmeijer, Rory D. de Vries, Sonia Cordisco, W.
Paul Duprex, Francesco Brancati, Rik L. de Swart.
Supervision: Rory D. de Vries, Thijs Kuiken, Teunis B. H. Geijtenbeek, Francesco Brancati,
Rik L. de Swart.
PLOS PATHOGENS The pathogenesis of measles skin rash
PLOS Pathogens | https://doi.org/10.1371/journal.ppat.1008253 October 8, 2020 19 / 22
Validation: Paola Fortugno, Sonia Cordisco.
Visualization: Brigitta M. Laksono.
Writing – original draft: Brigitta M. Laksono.
Writing – review & editing: Brigitta M. Laksono, Paola Fortugno, Bernadien M. Nijmeijer,
Rory D. de Vries, Sonia Cordisco, Thijs Kuiken, Teunis B. H. Geijtenbeek, W. Paul Duprex,
Francesco Brancati, Rik L. de Swart.
References
1. Rima B, Balkema-Buschmann A, Dundon WG, Duprex P, Easton A, Fouchier R, et al. ICTV Virus Tax-
onomy Profile: Paramyxoviridae. J Gen Virol. 2019; 100(12):1593–4. https://doi.org/10.1099/jgv.0.
001328 PMID: 31609197.
2. Rota PA, Moss WJ, Takeda M, de Swart RL, Thompson KM, Goodson JL. Measles. Nat Rev Dis Prim-
ers. 2016; 2:16049. https://doi.org/10.1038/nrdp.2016.49 PMID: 27411684.
3. Tatsuo H, Ono N, Tanaka K, Yanagi Y. SLAM (CDw150) is a cellular receptor for measles virus. Nature.
2000; 406(6798):893–7. https://doi.org/10.1038/35022579 PMID: 10972291.
4. Noyce RS, Bondre DG, Ha MN, Lin LT, Sisson G, Tsao MS, et al. Tumor cell marker PVRL4 (nectin 4)
is an epithelial cell receptor for measles virus. PLoS Pathog. 2011; 7(8):e1002240. https://doi.org/10.
1371/journal.ppat.1002240 PMID: 21901103.
5. Muhlebach MD, Mateo M, Sinn PL, Prufer S, Uhlig KM, Leonard VH, et al. Adherens junction protein
nectin-4 is the epithelial receptor for measles virus. Nature. 2011; 480(7378):530–3. https://doi.org/10.
1038/nature10639 PMID: 22048310.
6. Mateo M, Generous A, Sinn PL, Cattaneo R. Connections matter—how viruses use cell-cell adhesion
components. J Cell Sci. 2015; 128(3):431–9. https://doi.org/10.1242/jcs.159400 PMID: 26046138.
7. Cifuentes-Munoz N, Dutch RE, Cattaneo R. Direct cell-to-cell transmission of respiratory viruses: The
fast lanes. PLoS Pathog. 2018; 14(6):e1007015. https://doi.org/10.1371/journal.ppat.1007015 PMID:
29953542.
8. Lemon K, de Vries RD, Mesman AW, McQuaid S, van Amerongen G, Yuksel S, et al. Early target cells
of measles virus after aerosol infection of non-human primates. PLoS Pathog. 2011; 7(1):e1001263.
https://doi.org/10.1371/journal.ppat.1001263 PMID: 21304593.
9. de Swart RL, Ludlow M, de Witte L, Yanagi Y, van Amerongen G, McQuaid S, et al. Predominant infec-
tion of CD150+ lymphocytes and dendritic cells during measles virus infection of macaques. PLoS
Pathog. 2007; 3(11):e178. https://doi.org/10.1371/journal.ppat.0030178 PMID: 18020706.
10. Laksono BM, de Vries RD, Verburgh RJ, Visser EG, de Jong A, Fraaij PLA, et al. Studies into the mech-
anism of measles-associated immune suppression during a measles outbreak in the Netherlands. Nat
Commun. 2018; 9(1):4944. https://doi.org/10.1038/s41467-018-07515-0 PMID: 30470742.
11. Ludlow M, Lemon K, de Vries RD, McQuaid S, Millar EL, van Amerongen G, et al. Measles virus infec-
tion of epithelial cells in the macaque upper respiratory tract is mediated by subepithelial immune cells.
J Virol. 2013; 87(7):4033–42. https://doi.org/10.1128/JVI.03258-12 PMID: 23365435.
12. Sawatsky B, Cattaneo R, von Messling V. Canine Distemper Virus Spread and Transmission to Naive
Ferrets: Selective Pressure on Signaling Lymphocyte Activation Molecule-Dependent Entry. J Virol.
2018; 92(15). https://doi.org/10.1128/JVI.00669-18 PMID: 29793948.
13. Racaniello V. Virology. An exit strategy for measles virus. Science. 2011; 334(6063):1650–1. https://
doi.org/10.1126/science.1217378 PMID: 22194562.
14. de Swart RL, Wertheim-van Dillen PM, van Binnendijk RS, Muller CP, Frenkel J, Osterhaus AD. Mea-
sles in a Dutch hospital introduced by an immuno-compromised infant from Indonesia infected with a
new virus genotype. Lancet. 2000; 355(9199):201–2. https://doi.org/10.1016/s0140-6736(99)04652-8
PMID: 10675124.
15. Liersch J, Omaj R, Schaller J. Histopathological and Immunohistochemical Characteristics of Measles
Exanthema: A Study of a Series of 13 Adult Cases and Review of the Literature. Am J Dermatopathol.
2019; 41(12):914–23. https://doi.org/10.1097/DAD.0000000000001431 PMID: 31021834.
16. Magdaleno-Tapial J, Valenzuela-Onate C, Giacaman-von der Weth M, Ferrer-Guillen B, Garcia-Legaz
Martinez M, Martinez-Domenech A, et al. Follicle and Sebaceous Gland Multinucleated Cells in Mea-
sles. Am J Dermatopathol. 2019; 41(4):289–92. https://doi.org/10.1097/DAD.0000000000001278
PMID: 30252698.
PLOS PATHOGENS The pathogenesis of measles skin rash
PLOS Pathogens | https://doi.org/10.1371/journal.ppat.1008253 October 8, 2020 20 / 22
17. Kimura A, Tosaka K, Nakao T. An immunofluorescent and electron microscopic study of measles skin
eruptions. Tohoku J Exp Med. 1975; 117(3):245–56. https://doi.org/10.1620/tjem.117.245 PMID: 1105894.
18. Andres O, Obojes K, Kim KS, ter Meulen V, Schneider-Schaulies J. CD46- and CD150-independent
endothelial cell infection with wild-type measles viruses. J Gen Virol. 2003; 84(Pt 5):1189–97. https://
doi.org/10.1099/vir.0.18877-0 PMID: 12692284.
19. Reymond N, Fabre S, Lecocq E, Adelaide J, Dubreuil P, Lopez M. Nectin4/PRR4, a new afadin-associ-
ated member of the nectin family that trans-interacts with nectin1/PRR1 through V domain interaction. J
Biol Chem. 2001; 276(46):43205–15. https://doi.org/10.1074/jbc.M103810200 PMID: 11544254.
20. de Witte L, de Vries RD, van der Vlist M, Yuksel S, Litjens M, de Swart RL, et al. DC-SIGN and CD150
have distinct roles in transmission of measles virus from dendritic cells to T-lymphocytes. PLoS Pathog.
2008; 4(4):e1000049. https://doi.org/10.1371/journal.ppat.1000049 PMID: 18421379.
21. van der Vlist M, de Witte L, de Vries RD, Litjens M, de Jong MA, Fluitsma D, et al. Human Langerhans
cells capture measles virus through Langerin and present viral antigens to CD4(+) T cells but are inca-
pable of cross-presentation. Eur J Immunol. 2011; 41(9):2619–31. https://doi.org/10.1002/eji.
201041305 PMID: 21739428.
22. Nomura T, Kabashima K, Miyachi Y. The panoply of alphabetaT cells in the skin. J Dermatol Sci. 2014;
76(1):3–9. https://doi.org/10.1016/j.jdermsci.2014.07.010 PMID: 25190363.
23. Adachi T, Kobayashi T, Sugihara E, Yamada T, Ikuta K, Pittaluga S, et al. Hair follicle-derived IL-7 and
IL-15 mediate skin-resident memory T cell homeostasis and lymphoma. Nat Med. 2015; 21(11):1272–
9. https://doi.org/10.1038/nm.3962 PMID: 26479922.
24. Watanabe R, Gehad A, Yang C, Scott LL, Teague JE, Schlapbach C, et al. Human skin is protected by
four functionally and phenotypically discrete populations of resident and recirculating memory T cells. Sci
Transl Med. 2015; 7(279):279ra39. https://doi.org/10.1126/scitranslmed.3010302 PMID: 25787765.
25. Romani N, Holzmann S, Tripp CH, Koch F, Stoitzner P. Langerhans cells—dendritic cells of the epider-
mis. APMIS. 2003; 111(7–8):725–40. https://doi.org/10.1034/j.1600-0463.2003.11107805.x PMID:
12974775.
26. Gourru-Lesimple G, Mathieu C, Thevenet T, Guillaume-Vasselin V, Jegou JF, Boer CG, et al. Measles
virus infection of human keratinocytes: Possible link between measles and atopic dermatitis. J Dermatol
Sci. 2017; 86(2):97–105. https://doi.org/10.1016/j.jdermsci.2017.01.015 PMID: 28233587.
27. Brancati F, Fortugno P, Bottillo I, Lopez M, Josselin E, Boudghene-Stambouli O, et al. Mutations in
PVRL4, encoding cell adhesion molecule nectin-4, cause ectodermal dysplasia-syndactyly syndrome.
Am J Hum Genet. 2010; 87(2):265–73. https://doi.org/10.1016/j.ajhg.2010.07.003 PMID: 20691405.
28. de Vries RD, McQuaid S, van Amerongen G, Yuksel S, Verburgh RJ, Osterhaus AD, et al. Measles
immune suppression: lessons from the macaque model. PLoS Pathog. 2012; 8(8):e1002885. https://
doi.org/10.1371/journal.ppat.1002885 PMID: 22952446.
29. de Vries RD, Lemon K, Ludlow M, McQuaid S, Yuksel S, van Amerongen G, et al. In vivo tropism of
attenuated and pathogenic measles virus expressing green fluorescent protein in macaques. J Virol.
2010; 84(9):4714–24. https://doi.org/10.1128/JVI.02633-09 PMID: 20181691.
30. Davis ME, Wang MK, Rennick LJ, Full F, Gableske S, Mesman AW, et al. Antagonism of the phospha-
tase PP1 by the measles virus V protein is required for innate immune escape of MDA5. Cell Host
Microbe. 2014; 16(1):19–30. https://doi.org/10.1016/j.chom.2014.06.007 PMID: 25011105.
31. Reed LJ, Muench H. A simple method of estimating fifty percent end points. Am J Epidemiol. 1938; 27
(3):493–7.
32. Gebhardt T, Whitney PG, Zaid A, Mackay LK, Brooks AG, Heath WR, et al. Different patterns of periph-
eral migration by memory CD4+ and CD8+ T cells. Nature. 2011; 477(7363):216–9. https://doi.org/10.
1038/nature10339 PMID: 21841802.
33. Mueller SN, Gebhardt T, Carbone FR, Heath WR. Memory T cell subsets, migration patterns, and tissue
residence. Annu Rev Immunol. 2013; 31:137–61. https://doi.org/10.1146/annurev-immunol-032712-
095954 PMID: 23215646.
34. Laksono BM, Grosserichter-Wagener C, de Vries RD, Langeveld SAG, Brem MD, van Dongen JJM,
et al. In Vitro Measles Virus Infection of Human Lymphocyte Subsets Demonstrates High Susceptibility
and Permissiveness of both Naive and Memory B Cells. J Virol. 2018; 92(8). https://doi.org/10.1128/jvi.
00131-18 PMID: 29437964.
35. Bos JD, Zonneveld I, Das PK, Krieg SR, van der Loos CM, Kapsenberg ML. The skin immune system
(SIS): distribution and immunophenotype of lymphocyte subpopulations in normal human skin. J Invest
Dermatol. 1987; 88(5):569–73. https://doi.org/10.1111/1523-1747.ep12470172 PMID: 3494791.
36. Clark RA, Chong B, Mirchandani N, Brinster NK, Yamanaka K, Dowgiert RK, et al. The vast majority of
CLA+ T cells are resident in normal skin. J Immunol. 2006; 176(7):4431–9. https://doi.org/10.4049/
jimmunol.176.7.4431 PMID: 16547281.
PLOS PATHOGENS The pathogenesis of measles skin rash
PLOS Pathogens | https://doi.org/10.1371/journal.ppat.1008253 October 8, 2020 21 / 22
37. Collins N, Jiang X, Zaid A, Macleod BL, Li J, Park CO, et al. Skin CD4(+) memory T cells exhibit com-
bined cluster-mediated retention and equilibration with the circulation. Nat Commun. 2016; 7:11514.
https://doi.org/10.1038/ncomms11514 PMID: 27160938.
38. Tirado M, Adamzik K, Boer-Auer A. Follicular necrotic keratinocytes—a helpful clue to the diagnosis of
measles. J Cutan Pathol. 2015; 42(9):632–8. https://doi.org/10.1111/cup.12529 PMID: 25965994.
39. Kerkhoff C, Voss A, Scholzen TE, Averill MM, Zanker KS, Bornfeldt KE. Novel insights into the role of
S100A8/A9 in skin biology. Exp Dermatol. 2012; 21(11):822–6. https://doi.org/10.1111/j.1600-0625.
2012.01571.x PMID: 22882537.
40. Nukui T, Ehama R, Sakaguchi M, Sonegawa H, Katagiri C, Hibino T, et al. S100A8/A9, a key mediator
for positive feedback growth stimulation of normal human keratinocytes. J Cell Biochem. 2008; 104
(2):453–64. https://doi.org/10.1002/jcb.21639 PMID: 18044712.
41. Steineur MP, Grosjean I, Bella C, Kaiserlian D. Langerhans cells are susceptible to measles virus infec-
tion and actively suppress T cell proliferation. Eur J Dermatol. 1998; 8(6):413–20. PMID: 9729058.
42. Watari E, Shimizu M, Takahashi H. Langerhans cells stimulated by mechanical stress are susceptible
to measles virus infection. Intervirology. 2005; 48(2–3):145–52. https://doi.org/10.1159/000081742
PMID: 15812188.
43. Ono S, Kabashima K. Novel insights into the role of immune cells in skin and inducible skin-associated
lymphoid tissue (iSALT). Allergo J Int. 2015; 24:170–9. https://doi.org/10.1007/s40629-015-0065-1
PMID: 27069837.
44. McLellan AD, Heiser A, Sorg RV, Fearnley DB, Hart DN. Dermal dendritic cells associated with T lym-
phocytes in normal human skin display an activated phenotype. J Invest Dermatol. 1998; 111(5):841–9.
https://doi.org/10.1046/j.1523-1747.1998.00375.x PMID: 9804348.
45. de Witte L, Abt M, Schneider-Schaulies S, van Kooyk Y, Geijtenbeek TB. Measles virus targets DC-
SIGN to enhance dendritic cell infection. J Virol. 2006; 80(7):3477–86. https://doi.org/10.1128/JVI.80.7.
3477-3486.2006 PMID: 16537615.
46. Avota E, Gulbins E, Schneider-Schaulies S. DC-SIGN mediated sphingomyelinase-activation and cer-
amide generation is essential for enhancement of viral uptake in dendritic cells. PLoS Pathog. 2011; 7
(2):e1001290. https://doi.org/10.1371/journal.ppat.1001290 PMID: 21379338.
47. Mesman AW, de Vries RD, McQuaid S, Duprex WP, de Swart RL, Geijtenbeek TB. A prominent role for
DC-SIGN+ dendritic cells in initiation and dissemination of measles virus infection in non-human pri-
mates. PLoS One. 2012; 7(12):e49573. https://doi.org/10.1371/journal.pone.0049573 PMID:
23227146.
48. Bliss MR. Hyperaemia. J Tissue Viability. 1998; 8(4):4–13. https://doi.org/10.1016/s0965-206x(98)
80028-4 PMID: 10480965.
49. Takahashi H, Umino Y, Sato TA, Kohama T, Ikeda Y, Iijima M, et al. Detection and comparison of viral
antigens in measles and rubella rashes. Clin Infect Dis. 1996; 22(1):36–9. https://doi.org/10.1093/
clinids/22.1.36 PMID: 8824963.
50. Ouwendijk WJ, Mahalingam R, de Swart RL, Haagmans BL, van Amerongen G, Getu S, et al. T-Cell
tropism of simian varicella virus during primary infection. PLoS Pathog. 2013; 9(5):e1003368. https://
doi.org/10.1371/journal.ppat.1003368 PMID: 23675304.
51. Martina BE, Koraka P, Osterhaus AD. Dengue virus pathogenesis: an integrated view. Clin Microbiol
Rev. 2009; 22(4):564–81. https://doi.org/10.1128/CMR.00035-09 PMID: 19822889.
52. Korman AM, Alikhan A, Kaffenberger BH. Viral exanthems: An update on laboratory testing of the adult
patient. J Am Acad Dermatol. 2017; 76(3):538–50. https://doi.org/10.1016/j.jaad.2016.08.034 PMID:
28413059.
53. Ono N, Tatsuo H, Hidaka Y, Aoki T, Minagawa H, Yanagi Y. Measles viruses on throat swabs from mea-
sles patients use signaling lymphocytic activation molecule (CDw150) but not CD46 as a cellular recep-
tor. J Virol. 2001; 75(9):4399–401. https://doi.org/10.1128/JVI.75.9.4399-4401.2001 PMID: 11287589.
54. Whistler T, Blackburn N. A rapid culture assay for examining measles virus infections from urine speci-
mens. Clin Diagn Virol. 1997; 7(3):193–200. https://doi.org/10.1016/s0928-0197(97)00270-5 PMID:
9126689.
PLOS PATHOGENS The pathogenesis of measles skin rash
PLOS Pathogens | https://doi.org/10.1371/journal.ppat.1008253 October 8, 2020 22 / 22
